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Taiwan Biobank

• 200,000 normal 
participants

• 100,000 patients 
(10~15 diseases) 
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https://www.twbiobank.org.tw/

https://www.twbiobank.org.tw/
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Taiwan Precision Medicine Initiative

531,011



TWB 2.0 Array
(TPM 1.0 Array)
and
TPM 2.0 Array 

http://ncgm.sinica.edu.tw/affymetrix_tech_01.html

http://ncgm.sinica.edu.tw/affymetrix_tech_01.html


The Data Sets

Total N Array # of Subjects # of Variants

TWB 147,895
TWB1 27,732 646,973

TWB2 120,163 686,439

TPMI 487,026
TPM1 165,666 686,439

TPM2 321,360 725,457



Batch effect

• Different genotyping time
• Different lots of arrays
• Different reagents
• Different operators

• Cases and controls
• User’s samples
• Using biobanking samples

• Genotype calling
• Individual plate
• Pooling plates

• Annotations

• Solution: Using cross-platform validation
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CMOD - TPMI Final Callset Tuning Strategy



Imputation Steps

1. Genotype QC

2. Merging array with overlapping variants

3. Phasing haplotype by SHAPEIT5

4. Imputation by IMPUTE5

- Total of 20M variants are imputed

- Total of 8M variants pass through 
INFO>0.7 and MAF>0.01
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